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This course discusses a interdisciplinary subject - bioinformatics from a
computing perspective, The students can learn how to apply computational
methods in investigating biological problems at the molecular leve,
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1| THRADERAOEARBLS, 1A E®| Understand the basics of 3 ABCDEEGHI
o E M F A A A B, bioinformatics and capable of
distinguishing between
bioinformatics and
biotechnology.
2| 2B EZNAMENMAERILIEF| Learn the major 6 ABCDEFGHI
*® bioinformatics problems and
their algorithms
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1 | 09/13 | Introduction

2 | 09/20 | Biological Basics

3 | 09/27 | Biological Basics




4 | 10/04 | Wet and Dry Lab Techniques
5| 10/11 | Wet and Dry Lab Techniques
6 | 10/18 | Fragment Assembly
7 | 10/25 | Fragment Assembly
8 | 11/01 | Sequence Alignment
9 | 11/08 | Sequence Alignment
10 | 11/15 | A+ FHKA
11 | 11/22 | Simulating and Modeling Evolution
12 | 11/29 | Simulating and Modeling Evolution
13 | 12/06 | Gene Finding
14 | 12/13 | Gene Finding
15 | 12/20 | Gene Expression
16 | 12/27 | Gene Expression
17 | 01/03 | Summary
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Bioinformatics: A Computing Perspective, by S. Gopal, A. Haake, R. P. Jones,
¥ kA P, Tymann, McGraw Hill, 2009,
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