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APPLICATIONS OF ENVIRONMENTAL
SOFTWARE
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in the field of Environmental Engineering, This class focuses on practical
application of bioinformatics tools. It also introduces software for scientific
graphing.
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The goal of this course is to introduce application software frequently used
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frequently used in the field
of Environmental Engineering
2| BETHRAMENRZLOMA To understand the concept of P3 CDG
bioinformatic tools
3| ZARMBA R BRMEGER To understand software P3 CDG
related to scientific graphing
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1 122;222? Introduction
2 122;22;;? Central dogma of molecular biology
3 122;?3;?? DNA and Genes
4 12222;2? Phylogenetic Analysis
5 122222? Acquiring the Sequences
6 12222;;; Editing the Sequences
7 12222;2? Aligning the Sequences
8 1222?;2: Constructing Phylogenetic Trees
9 12221;?; Phylogenetic Trees — Practice
o[ me
11 12221;;? PCR primers - Introduction
12 1222;?? PCR primers — Design
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Macro 1
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Macro II
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105/12/25

15

Sigma Plot I
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Sigma Plot 1II
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Graphing Chemical Structures
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Phylogenetic Trees Made Easy A HOW-TO Manual 4th Ed., Barry G. Hall
National Center for Biotechnology Information (NCBI) website
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